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WGS-based detection of AMR
Resources and further reading linked to Session 1, 4 September 2023

1. Comprehensive reviews of tools and databases for WGS-based detection of AMR
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2. Excellent resources for selected AMR genes/mutations knowledge
· Beta-lactamases: http://bldb.eu/ 
· Colistin resistance https://pubmed.ncbi.nlm.nih.gov/34612488/
· Tetracycline, macrolide, lincosamide and streptogramin resistance genes: https://faculty.washington.edu/marilynr/ 

3. A resource to improve understanding regarding alignment and mapping methods
· Alignment and mapping (eurl-ar.eu) 

4. An overview of bioinformatics approaches to detect AMR
· Van Camp, P. J., Haslam, D. B., & Porollo, A. (2020). Bioinformatics Approaches to the Understanding of Molecular Mechanisms in Antimicrobial Resistance. International journal of molecular sciences, 21(4), 1363. https://doi.org/10.3390/ijms21041363 

5. The go-to webpage for breakpoints and technical aspects of phenotypic in vitro antimicrobial susceptibility testing, including information on resistance mechanisms and expected resistance and susceptible phenotypes
· eucast: EUCAST


